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01 . . METAB 


DEL003 


YGL026C 


01. 01. 01 


p J y r y / <y y >y y l- . ujrypu 
ophan synthase 


OLISM 
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YGR180C 


01.03. 07 


y a)\^s y 1/ V J J y y y L- 

/hi^y^— ^ b : ribonucleotide 
reductase small subunit 


DEL009 
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YDR127W 


01.01. 01 


T nr M>-<l/y* 7 y is # *S b i~ 

■ aroin peni/d.iuiiuuiuiici± cnAymc 


DEL016 


YCR028C 


01. 02. 04 
01.05. 04 
01. 06. 10 

A 1 A 7 1 A 

Ul.Uf. 10 


1/ Y T ^St- 7 ;^— ^ T — if ; Panto 
thenate permease 


DEL023 


YLR284C 


01.06. 04 


^7 /U-CoA 4 y : delt 

ao CIS QdI la6 UId.Ilo oiiuyi uun 

isomerase 


DEL028 


Y0R221C 


01.06. 07 


x M — ■ f\y UOri • riOr 1 y -y y\ y .j- 

9 ^—if : malonyl-CoA: ACP transfe 

ri a 

ITciJb k3 


DEL031 


YAL021C 


01.05. 04 


$s^fSfpH^P : transcriptional r 

/•i /yl t 1 Q 4" T"* 

egu lalOI 


DEL038 


YGL224C 


01.03. 04 


i: 0 y * 5-3* ^ u^-^^— 

: pyrimidine 5-nucleoti dase 


DEL052 


YBL042C 


01.03. 04 


r> y S/V/^— 5 T — if ; Uridine p 
ermeas e 


DEL056 


YDR148C 


01.05. 01 


l_. [jSC, a |^p- C^j /JX/ • UAVg X U LCI J. 

ate dehydrogenase complex E2 
component 


DEL064 


YHL025W 


01.05. 04 


^Ig^fiHfeH^ : Global transcri 
ption activator 


DEL073 


YLR307W 


01.05. 01 


: sporulation-specif ic chitin d 
eacety lase 
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DEL082 


YPL129W 


01. 04. 04 
01. 05. 04 


— v-sVS^), 30 kD :TFIIFsub 
unit (transcription initiation 
factor), 30 kD 




DEL083 


YPR060C 


01.01. 01 


m y ^ 5; jg£ .A ^ — if : chorismate 
mutase 


D N A^fifc 
03 . . CELL 
CYCLE AND D 
NA PROCESSI 
NG 


DEL004 


YGR180C 


03. 01. 03 


y * * ^ utfK!) ^ ? * - ' ^ 

/h ^ <3. V h : ribonucleotide 
reductase small subunit 


DEL010 


YDR150W 


03. 03. 01 


^ V # : nuclear migrat 
ion protein 


DEL011 


YGL240W 


03. 03. 01 


jMrnifeM^^ffc-ft : component of 
the anaphase promoting complex 


DEL015 


YBL058W 


03. 03. 01 
03. 03. 02 


Glc7p #7 V v- ^PSS-f"^^ 
— s >> h : potential regulatory su 
bunit for Glc7p 


DEL019 


YIL036W 


03.01.03 


ATF/CREB SttE-T 1 : ATF/CREB act 
i vator 


DEL022 


YLR226W 


03 . 03. 01 


ergent CDK~cyclin complex 


DEL048 


YLR381W 


03. 03 . 04. 05 


T P # — *r h ^ T ^ > $ : out 
er kinetochore protein 


DEL050 


YOR026W 


03. 03. 01 


jttjajaSWfflih^ ^ : cell cycl 
e arrest protein 


DEL051 


YPL018W 


03. 03. 04. 05 


X^^r^d^^ h^T^y^^ : out 
er kinetochore protein 


DEL054 


YBL063W 


03.03.01 


^^i/V^iS^^/^^ : kinesin-r 
elated protein 


DEL057 


YDR363W-A 


03. 03. 01 


-3^9 V ^ 4 i {& tS^^ 

telUfiS : regulator of exocytosis 
and pseudohyphal differentiat 
ion 


DEL065 


YIR026C 


03. 03. 02 


^ cz xy V 7 & X7 T & ~~ : Prote 
in tyrosine phosphatase 


DEL070 


YLR234W 


03. 03, 01 


DNA hsK^y>9—-£HI : DNA to 
poisomerase III 
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DEL082 


YPL129W 


03.03.01 


TFIIF i^^^-rz ^ b 
x-iXayBf), 30 kD : TFIIF 
subunit (transcription initiat 
ion factor), 30 kD 


04 . . TRANS 


DEL012 


YGR006W 


04.05.05.01 


U5 snRNA-H®^ >>s*?M : U5 snR 
NA-associated protein 


CRIPTION 


DEL019 


YIL036W 


04.05.01.04 


ATF/CREB fg'ftS- 1 ? 1 : ATF/CREB act 
ivator 




DEL021 


YKR082W 


04.07 


f^lS^L^ 7 i? : nuclear pore pr 
otein 




DEL022 


YLR226W 


04.05.01.04 


CDK-i^-f # y l/ftmtM&W : div 
ergent CDK-cyclin complex 


DEL026 


YML112W 


04.05.01.04 


^;^>^*Sg ^v(CTD) 

^r"^' — ir N -y ir y h : carbo 
xy-terminal domain (CTD) kinas 
e, gamma subunit 


DEL027 


YMR021C 


04.05.01.04 


ifeMfe^ffi'ftH^P : metal binding 
activator 


DEL031 


YAL021C 


04.05. 01. 04 


jg^fg^pcl^ ; transcriptional r 
egulator 


DEL033 


YDR195W 


04.05. 05 


RNA 3'$zM fti8L9>'*9'£ : RNA 
3~-end formation protein 




DEL049 


Y0L068C 


04.05. 01. 04 


P 


-e-^fljfW* V^ff : silencing 
rotein 


DEL055 


YBR279W 


04.05.01.04 


DNA#t#tt RNA y * — 9— if I 
I pfinH^ : DNA-directed RNA po 
1 lymerase II regulator 


DEL058 


YGL070C 


04. 05. 01. 01 


DNA#£#tt RNA * 5 ^ — if I 
I, 14. 2 KD t^-^ "h : DNA-di 
rected RNA polymerase II, 14. 2 
KD subunit 


DEL059 


YGL071W 


04.05. 01. 04 


SfcWSnfe^PfMH^ : iron-regula 
ted transcriptional repressor 


DEL060 


YGL222C 


04.05. 05. 03 


1 mRNA t° V^f^B : stim 
ulates mRNA decapping 
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[^2-4] 





DEL082 


YPL129W 


04.05. 01.01 


TFIIF^y^— y Y (fc^-l' — N >" 
x-^/ 3 yi^) s 30 kD :TFIIF 
subunit (transcription initiat 
ion factor), 30 kD 




DEL015 


YBL058W 


05.07 


Glc7p tfT^is-YMMW^y*^ 1 
^ y Y : potential regulatory su 

bunit for Glc7p | 


ISM 

05 . . PROTE 
IN SYNTHESI 
S 


DEL044 


YLR287C-A 


05.01 


40s /j^y^n y y y y—A* 1 

: 40S small subunit ribos 
omal protein l 


DEL062 


YGR084C 


05.01 


/>ihy"n-:=. ^/ h : mitochondri 
al ribosomal protein, small su 
bunit 


DEL077 


YLR344W 


05.01 


60S ^cih^^L- y y y #y— A# 1 

yv* ^ : 60S large subunit ribos 
omal protein | 


107 ^ 
Y (sft— vl^r 
yy^\ fl^fift 

06 . . PROTE 
IN FATE (fo 
Lding, modi 
fication, d 
estination) 


DEL007 


YKL080W 


06. 10 


^J^H+-ATP7 VI 1^7^^ 4l 

2 KD ^7*zL.~y V :H+-ATPase V 
1 domain 42 KD subunit, vacuol 

1 ar 1 


DEL008 


YLR447C 


06. 10 


MH+-ATPT" t?V0 36 
KD l^^ny Y :H+-ATPase V0 
| domain 36 KD subunit, vacuolar | 


DEL011 


YGL240W 


06.07 
06. 13.01 


1 Ig^iEitH^J^ : component of I 
the anaphase promoting complex 


DEL013 


YGR105W 


06. 10 


atpt— ^ rtlrty/y — # y 1 

ft : ATPase assembly integra 
1 membrane protein 


DEL018 


YGL206C 


06. 04 


U 7 h y ylH : clathrin heavy 
chain 


DEL020 


YKL119C 


06. 10 


1 h+-atpt— i?r ^ty/y — * y 

: H+-ATPase assembly prot 

ein 
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[fc2 - 5] 





DEL047 


YLR306W 


06. 07 


2^ t ^ V|p p ' ubiquit 
in-conjugating enzyme 




DEL061 


YGL227W 


06. 13. 04 


fc: h RANBPM NP_005484. 1 k33£Rli* 
) : weak similarity to human RA 
NBPM NP_005484. 1 




DEL063 


YGR270W 


06. 13. 01 


26S7 ^tT y ^at7 ^ — N 7 r 
: 26S proteasome subunit 


08 . . CELLU 
LAR TRANSPO 
RT AND TRAN 
SPORT MECHA 
NISMS 


DELOOO 


YPR036W 


08. 13 


8TJISH+-ATPT —if VI K > > 54 
KD -^"fzx.^^ h :H+-ATPase VI 
domain 54 KD subunit, vacuolar 


DEL002 


YDR027C 


08.07 


VP51~54fX □ ir 7 -=^— y hs lif W'f£ 
JtB dVw {c 33 It 5 * «3H 
SJlCift^R: subunit of VP51-54 co 
mplex, required for protein so 
rting at the yeast late (xolgi 


DEL006 


YHR039OA 


08. 13 


l$ISH+-«iS ATP T if V0 

^ >- 13 KD f h : H+-tra 
nsporting ATPase V0 domain 13 
KD subunit, vacuolar 


DEL007 


YKL080W 


08. 13 


S)I£H+-*j^ ATPT — If VI << 
V42 KD *fr~f^~y h : H+~ATPase 
VI domain 42 KD subunit, vacu 
olar 


DEL008 


YLR447C 


08. 13 


»ISH+-«H^ ATPT — if V0 K> 
<<\ y 36 KD ir s ~ ^ r : H+-AJ.P 
ase V0 domain 36 KD subunit, v 
acuolar 


DEL018 


YGL206C 


08. 19 


^ U : clathrin heavy 
chain 


DEL021 


YKR082W 


08.01 


^/jll-rL ^ ^ v * nucl ear pore pr 
o te in 


DEL046 


YLR292C 


08.99 


ER# KJEilM^l-n*"^^^- — 

l.j 1\ w*^ c _PC^U ilj^, r+LLS. t | U- J ' *^ 

5/ h : ER protein-translocat ion 
complex subunit 


DEL054 


YBL063W 


08.22 


v-VliaS^ : kinesin-r 
elated protein 
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[*2-6] 





DELOOO 


YPR036W 


13.01.01.03 


«£J!£H+-ATPT— VI K^-O- 5 
4 KD ih^rL- vy }. :H+-ATPase VI 

domain 54 KD subunit, vacuola 

J- 


13 \ . REGUL 
AT I ON OF / 
INTERACTION 
WITH CELLU 
LAR ENVIRON 
MENT 


DEL006 


YHR039C-A 


13.01.01.03 


fftfiH+-*fti£ ATP T— if V0 
^/y 13 KD y h : H+-tra 
nsporting ATPase V0 domain 13 
KD subunit. vacuolar 


DEL007 


YKL080W 


13.01.01.01 


*ftJteH+-tt!3£ ATPT' — if VI 
V42 KD l^rL- ^ h : H+-ATPase 
VI domain 42 KD subunit, vacu 
ol ar 


DEL008 


YLR447C 


13.01.01.03 


»H+-^iH ATPT— t? V0 

-Y V 36 KD -^^^-^ s> h : H+-ATP 

ase V0 domain 36 KD subunit, v 

acuolar 


DEL059 


YGL071W 


13.01.01.01 


fifeWfSJte^WlffllH- 1 ?- : iron-regula 
ted transcriptional repressor 


DEL065 


YIR026C 


13.11.03.01 


^ n it 7**7 7 — ^ : prote 
in tyrosine phosphatase 


14 . . CELL 
FATE 


UtiLUU 1 


vht i m r 


14 04 03 01 


olved in bioolar bud site sele 
ction 




YRT O^iftW 

I £>Lj\J OO ii 


14 04 03 01 


Glc7p A"P4?51^ 

^ >y K ■ Potential regulatory su 

bunit for Glc7p 


HPT 091 


VKR0R7W 


14 04 03 05 


Glc7p ^T^^-Y^'WW^^^ 
zz- *y K • notential regulatory su 

bunit for Glc7p 


DEL032 


YDL151C 


14. 04. 03.01 


%tf&fetii&V<< hSfefCiflig: inv 
olved in bipolar bud site sele 
ction 


DEL049 


Y0L068C 


14. 04. 03. 03 


*e-=MWM* : silencing 
protein 
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[ft2-7] 





DEL073 


YLR307W 


14.04.03.05 


: sporulation-specif ic chitin d 
eacetylase 




DEL080 


YMR032W 


14.01 1 
14. OA 0^ 01 


#Bi&#f8fK:llS^ : involved in cyt 
oki nes i s 




DEL082 


YPL129W 


14.04.03.03 


iXa^H^), 30kD:TFIIFs 
ubunit (transcription initiati 
on factor), 30 kD 


30 . . CONTR 


DEL002 


YDR027C 


30.01 
30.04.03 


VPS 1-54%^*^:/^ — V K 1 

mm^^M : subunit of VP51-54 
complex, required for protein 
qortinsr at the veast late Golg i 

i ! 


DEL034 


YDR414C 


30.01 


P^^^^l^ W**;? IfPutative tra | 
nsport protein of inner membra 
nes 1 


OL OF CELLU 
LAR ORGANIZ 


DEL048 


YLR381W 


30. 10. 03 


T t? 9 ^"^^ h ^ T ; outer kinet I 
nfhore Drotein 1 


AT I ON 


DEL062 


YGR084C 


30. 16 


#f N /J^:/:x;ny |> ; mitochond 
rial ribosomal protein, small 
| subunit 




DEL080 


YMR032W 


30.04 


^Bflfr^IsetC SB : involved in cyt 
| okinesis | 


67 . . TRANS 
PORT FACILI 


r\r>r aaa 

DELOOO 


XrKUoDvY 


67.04.01,02 
67.50.22 


«JftH+-ATPT— *V1 H^-^^54 
I KD i^^'^L^ y b : H+-ATPase Vl d 
1 omain 54 KD subunit, vacuolar 


TAT I ON 


DEL005 


YHR026W 


I * 

67.04. 01. 02 
67.50. 22 


jtt J3S AT P T — 23 KD i^^^- 1 
hsyh; H+-ATPase 23 KD subunit 
| , vacuolar 




DEL006 


YHR039C-A 


67.04. 01. 02 
67. 50. 22 


J*fiH+-H2& ATPT ' — V0 
Uy 13 KD t^a^y b : H+-tra 

nsporting ATPase V0 domain 13 
| KD subunit, vacuolar | 



mtE# 2004-3123017 







#fl 2 0 0 3 - 


- 4 0 3 3 5 0 


^-v : 




- 8 ] 
















y^y kr yg/^ 5 T — fr : Panto 




DEL016 


YCR028C 


67.21 


thenate oermease 


• 








ER^>v^ SfSSiiaHS^^ — 








67 99 


y S : ER protein-trans location 
complex subunit | 










tyyM ^t^v ^>v^5C 


UN LL Abo If lii 


UliLUDu 


VRT AE£W 


Q8 


7i-^77^ ' — tr PP2C : ser/thr 


n DDHTtTTATQ 

D rKUlC/XINo 








orotein phosphatase PP2C I 




HUT A1 7 




QQ 












A. thalianafSlfe^ (SIS© 1 




HT7T A9A 
UcLUZ4fc 






) ■ weak similarity to A. thalia 

na hvnothpt i rsl orotein ' 










S. tarentolaeCDy 117 h -y— S 










W^gfG4 (HP©) : weak simi 




DEL025 


YLR311C 


99. 


laritv to S. tarentolae cryptog 
ene orotein G4 




HRl H9Q 




99 








YPR1 ?sr 


99 






UbLOob 


lUKOZDW /i 


QQ 


PMP3/SNA1 (SIM) 1 










F roll rfah-rfeiHS^^OfSlfe 










^ V^^^ W55, 3 kDa (S© : simil 




DEL036 


YDR539W 


99. 


arity to E. coli hypothetical 5 
5 3 kDa orotein in rfah~rfe in \ 
tergenic region 










icaSSTteffisfiSfel 1 (JIM : simil 1 




DEL037 


YDR540C 


99. 


aritv to E coli unknown gene 

cJ. -I. 1 U V U V^' XwV ■ v S-' JL J- *-*-X xx. kx * ■w itii O "w » » -w 










C. elegans >v^ R (1?^ 








QQ 


{El) ■ weak similarity to C. eleg 
ans dom - 3 orotein 










SNARE Snclp D ^4 ^/K-i* : in 1 


1 




VTT 


QQ 


volved in recycling of the SNA 
RE Snclp 




DEL042 


YLR282C 


| 99. 
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DEL067 


YJL192C 


99 . 


mnm m r ch+]atpt -mq> ERit 

5^151. Pmal: facilitates ER ex 
port of the yeast plasma membr 
ane [H+] ATPase , Pmal 


■n tr t nfio 
UHUoo 


V TT 9 1 1 P 


q q 






P| 17 T (IRQ 

Li cL u o y 


YKT D^7W 


99 . 


C.elegans ubc-2£ > s< % (^lltl 
) : weak similarity to C.elegan 
s ubc-2 protein 


DEL072 


YLR283W 


99 . 


Smc2p ( If M$l ) : weak similarit 
y to Smc2p 


DEL074 


YLR312C 


99 . 


$ > V • hypothetical prot 

e i n 


DEL075 


YLR315W 


99 . 


5 v r T # U # * > 2 A- I V 
(SJRift) : weak similarity to 
rat apol ipoprote in A-IV 


DEL076 


YLR320W 


99 . 


fft £ > $ '• hypothet ical prot 
e in 


DEL081 


YPL030W 


99 . 


C.elegans fit tt * > £ (III) 
: similarity to C.elegans hypot 
hetical protein 



[0014] 
[001 5 ] 

fc3. «ici^>^« 





4£h if&r 
^ W ^£ 


ftW- r s y is-ftfi* (oi.oi) 


2 


ft lit — c~ik itffife & ?Mt: ft i* (01.05) 


1 


JfflW* JJBASRte J: >f y Kfttt (01.06 
) 


3 


>^ if (03. 01) 


2 


t DNA^nir ^/ v/V^-ateMI (03.0 

3) 


4 


te^~mRNAte^ (04.05) 


5 


S67x^ h {7 * — }V*f 4 l>> if. if tin* 5**7^ 
^-v^V) -Sfi«« (06.07) 


1 


I67x^ h ( ^ * — t* >f > if * « «f > *r**r<<< 

J^ — is* is) - g S IK^'fr^ Tir V ^/P (06.10) 


4 


$Bt£i*]*i^ i «iS^#S — SSflfittis* (08.13) 


3 


WIS ft 2 fl^ — -* ^>"tt*y i? 
^ (13. 01) 


3 


^^^^^ h -ttIS4Mfc (14. 04) 


3 


iftSMfciS- ^ ^ # — # - (67.04) 


4 


tt^ffi«-«H^a# ( 67.50) 


4 


(99) 


4 
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[0016] 

h jp&amfii— (08.13) , mi*im±^pgp/ffls#ffl— -f^te* 

13.01), SSoSiMEil - 4 ^> h 9 (67.04) , HSKEii-lftSISIfiff (67.50) fi 

wwfioii t mm^m— wlmwiv£ (08.13) . mmnmmmmx^Wfm—^^r 

vX(13.0lK fi^J£m--f ^5^*-^- (67.04) , «*3ME3i- 
ffa^Htfit (67.50) te*fST-^MLTV^^\ ±{£ 1 0 itfS^- W 7 , 5 0%^^* 

«fI£tL/i 0 tfc, ^-mRNAfe^ (04.05) > ttS»iDNA^i-|fflM 
(03.03) , iJ&7x^f h-*fflJI&$Ht(14.04K WMtDNA^i-DNAM (03.0 

i) „ ifi7x^ > (7 -* > ?\ v a y) -®6*t^f£OT 

(O6.10) , ftt-7 5 7i^ (oi.oi) . ftHf-c-i^ RyKitmiXm (01 
.05) , MM, mm, 'fvyn/V'f Kftif (01.06) Mb^%®^J£«rfc^<ra-5-1~* 

[0 0 17] 

v^tt-cv^^, lfift^<75«, BASHAW mt^oJffiM, is i y^jjiTO^iM 

on)j t Lxmmvx^ ^mm^mir ^mu^mmw^isn ^^Mi^oM^t-r 

[0 0 18] 

(2) mMLtzm^mMW^m 

n ? r-f (IlOS-Mf H2 )Su tfcWtt, 1990^3Ht\ 18 9-191^- 

[0 0 19] 

( 3 ) y h 

[0 0 2 0] 

(4) MMm 

mSE# 2004-3 123017 
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[0 0 2 1 ] 

l 

a) ^fe 

Yeast Deletion Homozygous Diploid (YK0 Plate sets: Yeast Del 
etion Homozygous Diploid complete set, ResGen ™, Invitrogen) =H£fflLfco ^<^M 
f5^«ftO«tiSaccharomyces crevisiae BY4743T?£&o if©l{5?t^*6 0 0 

Homozygous diploids (tf^g^— f&#) fc LT4f ^t£&mf£M±»&J 4 8 0 0« 
[0 0 2 2 ] 

tiUftftff £ tLfca^Sdfclfe* Y P D j#«L (**^** 1 *° V ^7° h > 2 %. 
n-^ 2 %) KX 2 5 ti:^V^Iffift^ C t \z X *) * & <£ ? fcifJfiS* 

/Co 3£#«t«<OJWB&*±EraCJt»-Cl 0 0 0 0lt«U ^t/K-a"**^* 

[ 0 0 2 3 ] 

^ 4 . ^5 # ;v 7 v - H~ J: & m.ttW&fc<ot&&&M9l<o iV^toW 



[i£4] 



No 






C001P 




0. 07jiM 


0. 2jiM 


0. 6]liM 


C002P 




0. 3mM 


ImM 


3mM 


C003P 


& ft % — — s> ^ 


ImM 


3mM 


9mM 


C004P 


— ^ u a gg # y £ a 


0. 3mM 


ImM 


3mM 


C005P 




0. 007mM 


0. 02mM 


0. 06mM 


C006P 


it ft % - * #1 


0. 033mM 


0. ImM 


0. SmM 


C007P 


RE W $1 


2. 67 jnM 


SmM 


2 4mM 


C008P 


v- r ft # V $ a 


6mM 


ISmM 


54mM 


C009P 


is ft «& 


0. 67mM 


2mM 


6mM 


C010P 


SDS 


0. 003% 


0. 01% 


0. 03% 


CO 1 IP 


DMS0 


1% 


3% 


9% 


C012P 


i£ft ffifi& 


3. 3mM 


lOmM 


3 0mM 



[0 0 2 4] 



mtiE# 2004-3123017 



#11 2003-403350 



: 19/ 



[*5] 



r=B- ^2, UU \ 

^ Rx *f> /•- 

rf^ ^ /r\ jfjfr 
1Q JS. ^ 


2& /=! Tflfe (T) 




4 1 4Q 


1 


1 48 

U T U 


9 


X O u 








V J. 


c 

D 


3 2 






7 


16 


8 


6 


9 


8 


10 


1 


11 


0 


12 


0 



10 0 2 5] 

WUI±16, 6 5BS©fb^»Efc**L"CW:2 1 , 5®i^Mf ^Ltli3 2, 

C^LTiil 3 5, 1 tiW^SO^H^Ltli 3 4 8*D, lfr^%KK<£< 
flRStefc^Sfc^fc <£>ii:4 1 4 9"C^o7to #K 5 J&±Oft^WftfcJ65£te*7Fi'3tfc : ? 

[0 0 2 6 ] 
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[*6-l] 



No 




2 aiaeBJLji-cfewia 
com 


1 SSt^fPit 


DEL 000 


YPR036W 


10 


i 


DEL 001 


YDL151C 


9 


2 


DEL002 


YDR027C 


9 


2 


DEL003 


YGL026C 


9 


2 


DEL004 


YGR180C 


9 


1 


DEL005 


YHR026W 


9 


1 


DEL006 


YHR039C-A 


9 


2 


DEL007 


YKL080W 


9 


2 


DEL 008 


YLR447C 


9 


2 


DEL009 


YDR127W 


8 


2 


DEL010 


YDR150W 


8 


1 


DEL011 


YGL240W 


8 


3 


DEL012 


YGR006W 


8 


2 


DEL013 


YGR105W 


8 


1 


DEL014 


YJR104C 


8 


0 


DEL015 


YBL058W 


7 


5 


DEL016 


YCR028C 


7 


4 


DEL017 


YDR149C 


7 


5 


DEL018 


YGL206C 


7 


5 


DEL019 


YIL036H 


7 


4 


DEL020 


YKL119C 


7 


3 


DEL021 


YKR082W 


7 


2 


DEL 022 


YLR226W 


7 


2 


DEL023 


YLR284C 


7 


3 


DEL024 


YLR285W 


7 


4 


DEL 025 


YLR311C 


7 


4 


DEL 026 


YML112W 


7 


4 


DEL 027 


YMR021G 


7 


2 


DEL028 


Y0R221C 


7 


3 


DEL029 


Y0R331C 


7 


3 


DEL030 


YPR123C 


7 


3 


DEL031 


YAL021C 


6 


5 
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me-2] 



DEL 041 


YJL204C 


6 


4 


DEL042 


YLR282C 


6 


4 


DEL 043 


YLR287C 


6 


2 


DEL044 


YLR287C-A 


6 


3 


DEL045 


YLR290C 


6 


3 


DEL 046 


YLR292C 


6 


3 


DEL 047 


YLR306W 


6 


5 


DEL 048 


YLR381W 


6 


5 


DEL 049 


YOL068C 


6 


3 


DEL 050 


YOR026Y1 


6 


1 


DEL051 


YPL018W 


6 


4 


DEL052 


YBL042C 


5 


2 


DEL 053 


YBL056W 


5 


2 


DEL 054 


YBL063W 


5 


2 


DEL055 


YBR279VJ 


5 


3 


DEL056 


YDR148C 


5 


4 


DEL057 


YDR363W-A 


5 


2 


DEL058 


YGL070C 


5 


1 


DEL059 


YGL071W 


5 


4 


DEL 060 


YGL222C 


5 


3 


DEL061 


YGL227W 


5 


0 


DEL062 


YGR084C 


5 


3 


DEL063 


YGR270W 


5 


2 


DEL064 


YHL02511 


5 


3 


DEL065 


YIR026C 


5 


2 


DEL 066 


YJL188C 


5 


3 


DEL067 


YJL192C 


5 


4 


DEL 068 


YJL211C 


5 


4 


DEL069 


YKL037W 


5 


5 


DEL070 


YLR234H 


5 


3 


DEL071 


YLR268C 


5 


4 


DEL072 


YLR283W 


5 


4 


DEL073 


YLR307W 


5 


6 


DEL 074 


YLR312C 


5 


5 


DEL 075 


YLR315H 


5 


3 



[0 0 2 7] 

mm 2 
i) mttmmw^miR 

, DEL01K DEL 0 1 4. DEL 

2 508tt*So ZbK, MMtLX 



*6 W& DEL 000. DEL002 
016. DEL 0 1 9, DEL 0 2 2, DELO 
It^)BY4 7 4 3 ^rilW^o 
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[0 0 2 8 ] 

2) !&Km£t&.<DftWu 

R072W (YBRD72W©^n*-^-OTi«^GFP*jttt) £ i lFp-YPL171C (YPL17lCC0 7°O-=E 

I£-S:3l'fS?-YBR072W<7) 7° n - ^ - K?1J £ tr *° U J* ^ V * ^ K (SCPD I The Promoter 
Database of Sac char omyces cerevisiae^T W^) (BB^J#-^- 1 ) *PCRH J; •? ±ite1~& 

.0-S, Sequencherlv y * > V v v ^Wi*m |£ft L> T ? 9 4 ^ - BEfll 

GCAGTCAACGAGGAGCGAATCAG (@c^J#-t 2 ) 

GTTMTTTGTTTAGTTTGTTTG (BE£!i#-^ 3 ) 

i: L/co PCRf±-r >"7 V— Y t L"Cft©Mt (Saccharomyces cerevisiae S288C, Cat 
.40802, Reserch Genetics, Inc.) *JBv», ^(ilPSKO y h (K0D DNA Polymerase ; 
3 - KK0D-101. Toyobo) ^sUlL/Co 

ES2 ( P YES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.W. t-^K, S.B. 7° 
UAn-X aWS^i*f^oJKa JltiSJS, igJUI. pp. 234-263, 2000) ) 4-ffl^y; 0 * 
f z> ^;^gG F P & 3- Fi"^, % 5 U^r-f- Fii^ ^-pQBI 63 (Cat n 

0^54-0082, MiMl*C»)) coGFPO§^ (SB^iJ#-^- 4 ) *fflV*7fco ff\ pYES2<7># 
S^n- — (multiple cloning site) 0 1 1 G F P ^ ^ Vif _K*fA 
Lfc^*-*f&&Lfco pYES2<DGALl^n^-^-^f|5^*P^afeT--e*^ 
YBR072WO'7 0 n- : e-^-Ic^J^^-tf* 01 ; ^ 9 VX* KtttL> gKttl>^7X5 

[0 0 2 9] 

Z\co~f7*< K-^^ 7 — -e##Saccharomyces cerevisiae BY4743 (YK0 Plate s 
ets: Yeast Deletion Homozygous Diploid complete set, ResGen ™, Invitrogen) 

1 ) H^M&Saccharomyces cerevisiae BY4743 £YPDi#i&200ml T0D660rt* 0 . 5 iz & £ 

2 ) LT 5 m 1 OTE-buffer^M^I-^o 

3) 2.5MCO U f-fj ATJzv-J h250^L^^iini"^o 

4) 300// 1 "fo^&LlOju l<D±.m-7?X< K^**-*i&bnU 3 0 °C 3 O^Jtftf^ 

5 ) 700 1 <D 5 0 %PEG4000£^H U 3 0 °C 6 0 ? o 

6) K-hS/ay* (42°C, 5#) ft, fe^t&o 

7) lMv^tr >-;ve2iait^o 

[0 0 3 0] 

J&&1fc&<Dfate\±&8lt&ik (SD^i (Yeast nitrogen base without amino acids (D 
ifco 0919-15) + ^ 3-7 + 7^ SB. (\z uji/» \z£t)frotio 

[0 0 3 1 ] 

p-YPL171Cti^^i ^ t'LTHMLfco 

^^^HS^YPLmCO "7° n - ^ - S5^iJ * ^ tf *° V * ^ V * ^ F (SCPD : The Promoter 
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Database of Saccharomyces cerevisiaeCCBB^) (SB^lJ#-^ 5 ) £PCRt~ X «5 litel"^ tz 
JiiO^'fv-^ltUo y9^f , 7-|±^9'f , 7-RfH©y 7 h ^iT "Cafe *01 igo4 
.0-S, Sequehcherlv y * > h ? V a J& & ffl v> T tfctf U T y 4 ^-<&W&WM 
It, 

ACGCCCCTTCCTTTTTCCCTTTC (B£^!j#-^ 6 ) 

CTTCTAAATTTAAACTTCGCTA (IB^iJ#-^ 7 ) 

£ LfCo PCRiix y~fV— h £ LT^-^tD^^'fr (Saccharomyces cerevisiae S288C, Cat 
.40802, Reserch Genetics, Inc.) 4:fflV>, MUliTfrlEO^r -7 h (K0D DNA Polymerase; 
3-KK0D-101, Toyobo) Sr^jBLfco 

l&ffl-f £^ ^-«7v)Mi@^OWyj^ftM£^£YEpMv^ pY 
ES2 (pYES2, Cat no:V825-20, Invitrogen Corporation, USA) (R.f.t-;Vf\ S.B. -f 
'JAn-X afST-S^coMS J£»fil5j&, i&Jltfg, pp.234-263, 2000) ) *fflv^ 0 4 
fz, W^SGF P KtS^'J ;* ^ V^-f- Ki±^ ^-pQJBI 63 (Cat n 

O.54-0082, 5fiI3fe#ll*X* («c) ) <7>GFPOU%- (SB^J*-^ 4 ) *fl§v*fc 0 £1% pYES2<D# 
ft ^ n - - > |5f4 (multiple cloning site) O^CGFPO^'J^^Vtf K $r#A 
Lfc^^-Srffr&Lfco ^V>"C\ pYES2<7>GALl:7°n^-^-0^£l^fifc?--^&£ 
YP L 1 7 lCO'/n^-^-^iJ^^tf^ 1 ; J* ? v^-f- KtftL, Bfi*jh1-£7°7^ 
^ K^*-£#/io GF PisicF-Zn^e-^-SB^iJ^^tf^'; ^ ^ v^f- K^)t¥A## 

[0 0 3 2 ] 

^ZK, Z-(D~7*7 7«^ }?s<? $ — "C^-g:Saccharomyces cerevisiae BY4743 (YK0 Plate s 
ets: Yeast Deletion Homozygous Diploid complete set, ResGen ™, Invitrogen) 

1) STOfflJESaccharomyces cerevisiae BY4743«:YPD^itli200mn' T0D660^ 0 . 5K%& 

2 ) ilLT 5 m 1 WTE-buf fer^Mvi-f ^ o 

3) 2. 5MO 'J^'i/AT-bX'f h 250 ,« L^^Sftp-f" <?> o 

4) 300/, 1 T o^&LlO^ 10±|B-7°9^ 5 K * * - $g*n U 3 0 °C 3 0^*&#1-& 

o 

5 ) 700^ l <D 5 0 %PEG4000£^P U 3 0 °C 6 0 0 ^it^>o 

6) K-hfa^ (4 2°C. 5^) if^t^o 

7) iMv;vtf I- -;vt2 [e]#fc?#-1-&o 

8) (SDisjtiU^g&T 5 7^ (tXfyV, n^v>) ££px./c&<7>) 
[0 0 3 3 ] 

J&M1fc&<nfeMliMW ! &$SL (SDi&ife (Yeast nitrogen base without amino acids (D 
ifco 0919-15) + ^3-^ + SB. (Wfy>, n^->>) KXtyft^fZo 

[0 0 3 4] 

3) it^mwm&mm 

#k*lfc^lfi£$l#£SD*§:Wj (HXfy^, n-f->y) CT 2 5 °C t £ v^TMig* 

"C 5 0 0 fffLT 2 5 °C, 15 ^fltfft^tT V***ScJ*JfiJtl t LT 6 0 0 n mOSbfe 
SErt*0. 2^^0. 5t'*«5tt^j|MLtf, I^^W^S^Mt/Co ft^ 
ftftft^ 4B#P^^#L^|EI^(7)M^^n--9-^ h^-?- (FITC 7 ;V ^ - , EPIC 
S XL-MCL, Bechmancoulter) V^TftW b> v-^-lfS^t^^GFP (green fluo 
rescence protein) Of&Sfi tL?z 0 7n-t0^^iaU $IJ^"C 1 ^fflOiffllfe 
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[0 0 3 5] 

itfS^^ttD EL000, DEL002, DEL01K DEL014. DEL01 
6, DEL 0 1 9, DEL 0 2 2 , DEL025 (St 6 ) Mltt^#^7'n 
^ - ^ - 7 7 -t ^ 'ftO t tBM ^ M L o Mt4ft^feSliBY 4 7 4 3 h 

0 1 frh 5 tC^-f o 

0 l ifrfS^M^D E L 0 1 1 #1!M*?> 1 /3 WiSC^v»t^ ^Itft h V * 

0 2 i±, ae?tt**D E L 0 1 1 #«?> 1/10 <DWkSt, ftfc^BWa** D ELOl 
4 #1 /3 0 0 OVmBZ. jt^SfftJWfeDEL 0 1 6^1/3©il^V^>^ilii 

H 3 f±, Jt^flfcJMfcD E L 0 0 2 &mtt<D 1 / 3 <£>*ftJK> «{5^-ffi»D E L 0 1 1 
#1/3 OiftJSE, D E L 0 1 6 # 1 / 3 DEL 0 1 9 0 2 5#1 /3©IS, it 

^ttftDEL^l /3 OiftBEH^v^-C^fc* ^ACStUii *aPL^S 0 

0 4 itfS^-^**D E L 0 0 0 sFtRflctf) 1 / 3 tf> 3tfis ; ?flfeiftttcD EL 0 1 9 

#1/1 0 0 (DWiSt, DEL02 2 #1/10 <DMm, jt^f-««*D E L 0 2 5 # 1 / 

El 5 tt, iHS^flfc&lfcD EL011 #«C9 1/10 OifeiK, itfeT-fMttD EL01- 

6 # i / 3 owkBt k & xmtmzi7km u;it^uv>s 0 

? fc. DEL000, DEL002. DEL01K DEL014, DEL01 
6, DEL 0 1 9, DEL0 2 2i3i XfD E L 0 2 5 ii^ S«ct*5BY4 7 4 3 «£ «9 ft 
^%KtcMi-^S^tt#3^#^1000^V>i fc**fltB$*tfc 0 DEL 0 0 1 4 (i 

»0^mnTt^^K<^ 1 / 1 0 0 0©t«eiV>'C4BY 4 7 4 3 fc Jfc^fcfcUrt 1 * 
tb^L7t (HI2) o 

[0 0 3 6] 

(Ditto's. ^ * ^3&*^r*04*^ *> <b *l& o 

[aMcomm^^] 

[ 0 0 3 7] 

[mi] 7° 9 * ^ kp-ypli7icic i I? T&nm&z tifzm^tfcmWD ELOHW 

[02] ^7^5 Kp-YBR027W&' J: •? ftfc»ft^fclfctfcD E L 0 1 1 , _D 

EL 0 1 4*3J:O f DEL 0 1 6 £*5»t* * *MfcHH- V V t> ACMt AtRStt^Tp-t 

[0 3] 7° 9 * 5 Kp-YBR027Wfc: i «9 fi£5f tL^itiS«^D EL 0 0 2, D 

EL01K DEL016, DEL 0 1 9 J^ilFDEL 0 2 5 K*5tt&:Bfrfb* K 5 * 

[0 4] ^7^5 Kp-YBR027W^ i *) tLfejt^fife^D E L 0 0 0 , D 

EL019, DEL 0 2 2 J3iO f DEL 0 2 5 fr^iSlt & ^ # - 

[0 5] 77^5 Kp-YPL171Cfc <£ D KtiA^WAWB EL011, D 
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E L 0 1 6 £ XVDEL 0 2 5 ^^^-tR^^I - 7 0 
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SEQUENCE LISTING 

<110> DAIKIN INDUSTRIES, LTD. 

<120> Method for detecting a chemical Substance with a gene-disrupted microorgan 
ism 

<130> 190941 
<160> 7 



<210> 1 
<211> 1287 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 1 

gcagtcaacg aggagcgaat cagacgccag tctttcctcc accaagagct cgatctcttc 
catattttcc caagataatg actattccat tcacgatttg ttgtacgaag atattgaaga 
gatggataaa acagacgctt tcaaaattaa caacacaata gcaatcgatg attctaaagc 
tctctttgtc ttctgttcaa acgactcctc ctcaaggaca gcgtctatcg aaacattgca 
cgaatcaaat ttggacaacc tggatatggg ttccagtaga aggacatcgt tggacttttt 
ttaatataac ctaccatagg acacactttg ttgttgatgt tggacaattc gttaattaag 
agtccctaaa cggctctact agttccaacc tcactttgtt ttttcatttt tttatgtttt 
ttctagaacc ttctttacgt gattctcgct cggaatccgt caatagaatg ttttcagtct 
ccgtttcaat attctgcgca catcaatcat tttcttacta catacactaa cattactcct 
agtttaattt aattgaattt ttaactttct tttcttttca tttggcaatt tggctccttg 
aaaacaagac tatgggtctc tctcataagc ctcagggggg gaccccaaaa aaataacgcg 
gccatcttgc atgcaccgtt gaacctgtag cttacagtaa gccacaattc tcttaccttc 
ttggcaatgt ggcacaaaat aatctggtta tgtgtcttca tttggtaatc actgggatgt 
tactggggca gcagcaactc cgtgtgtacc cctaactccg tgtgtacccc taaagaacct 
tgcctgtcaa ggtgcattgt tggatcggaa tagtaaccgt ctttacatga acatccacaa 
ccaacgaaag tgctttttca agcattgctt gatttctaga aagatcgatg gttattccct 
cccccttatg cgtccaaaaa tatagggtgc tcgtaacagt aaggtattcg cacttagcgt 
gctcgcaaca caaaattaag taatatgcga gttttagatg tccttgcgga tctatgcacg 
ttcttgagtg gtatttcata acaacggttc tttttcaccc ttattcctaa acatataaat 
aggacctcca ttagttagag atctgttttt aatccattca cctttcattc tactctctta 
tactaataaa accaccgata aagatatatc agatctctat taaaacaggt atccaaaaaa 
gcaaacaaac aaactaaaca aattaac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1287 



<210> 2 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



<400> 2 

gcagtcaacg aggagcgaat cag 23 
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<210> 3 
<211>22 
<212> DNA 

<213> Artificial Sequence 
<400> 3 

gttaatttgt ttagtttgtt tg 22 



<210> 4 
<211> 720 
<212> DNA 

<213> Aequorea victoria 
<400> 4 

atggctagca aaggagaaga actcttcact ggagttgtcc caattcttgt tgaattagat 



60 



180 
240 
300 
360 



ggtgatgtta acggccacaa gttctctgtc agtggagagg gtgaaggtga tgcaacatac 120 
ggaaaactta ccctgaagtt catctgcact actggcaaac tgcctgttcc atggccaaca 
ctagtcacta ctctgtgcta tggtgttcaa tgcttttcaa gatacccgga tcatatgaaa 
cggcatgact ttttcaagag tgccatgccc gaaggttatg tacaggaaag gaccatcttc 
ttcaaagatg acggcaacta caagacacgt gctgaagtca agtttgaagg tgataccctt 
gttaatagaa tcgagttaaa aggtattgac ttcaaggaag atggcaacat tctgggacac 420 
aaattggaat acaactataa ctcacacaat gtatacatca tggcagacaa acaaaagaat 480 
ggaatcaaag tgaacttcaa gacccgccac aacattgaag atggaagcgt tcaactagca 540 
gaccattatc aacaaaatac tccaattggc gatggccctg tccttttacc agacaaccat 600 
tacctgtcca cacaatctgc cctttcgaaa gatcccaacg aaaagagaga ccacatggtc 660 
cttcttgagt ttgtaacagc tgctgggatt acacatggca tggatgaact gtacaactga 720 



60 



<210>5 
<211> 1466 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 5 

acgccccttc ctttttccct ttccttggtg tttgctatta ataaataatg tgcggagctc 
aatcgtcata cgttcacgcc aggctccgga atcagagtac caatgcatgg gtacttattc 120 
tcaaaatgct cttgccactc atccagtgcg tcaatctgtt cttttgtcag atcatctaag 180 
ggatcgatag gctgatccca atctttaata acgtccagat cgaaggagtt caatgcaaga 240 
ccacgcgacg catcatggcc tgcaaagtta gtgtatggcc cgcttggacc gtaaaactgc 300 
ctccctcttg tgcagtcgta tactttgccc ctaatagcaa taaatatttt ttcatcgtcg 
tggccgttaa atttggaaag cgtcctagga aagaaattac ccgctactac cggttcacta 420 
cctttattag aatcgtttgt gtttgaggcc ccgttacctg tgagcccggt tggatcctca 
cttgttttaa cacctccaaa taacaagttt ttaatgaagg acatttgttc tctataatat 
tccgatgtac gtgtgtgtgg ctgatgagat ttagactggt tagactattt gacgcgtcta 600 
ttatagctta ctgcaacaag aaaatgatcg ttgatatata aactctcaga tgtatatatc 660 
gttctggaaa catcgagcat aatacaatac aattcaacaa aaatgcgaga aggcactgat 720 
gtcttgtcgt taaagaacca aaaacgcgga cactacgacc gtcttatttc cggtagaaaa 780 
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360 
420 
480 
540 



#11 2003-403350 ^- v : 3/E 

agggtacata cagttgaagg aacgaagaaa attaaaatta gaaaaaaaag taaaataaaa 840 

caaggaaggt agggtaatat ggtctcgttt cctttgtcgc tccgcaaata aaggagctta 900 

ttcccgcacg ctcacatggt aatttgcgcc aaatcacgga tgtggaaaac tgatcacgtg 960 

cttcgatcgc caactactga gcgtcgtccc acactgatct ggcacagctt acctcgcctt 1020 

gaaaatttta atctgtcctg ctcgtttgtt gtatattgct tcttctcaga atatgcccgc 1080 

gataactgac aaagagggtt cgacgtttca gagattctac tcttgaccac tgtttcgtgt 1140 

agccgctcaa ggtttatttc tttcttcttt aatgttcttg gcacttaggc ggctccgtcc 1200 

tccgtctgaa attgccgatc ctattatttg cggagggctc cttagaaggg ctccttagta 1260 

agcagtttgc gttcctgata taactccgtt cagaacaagg ataaagtcgc aataaccatt 1320 

actaagcaca gtgttgtaag taggacaact cgaacctata taagggttgt gaactgtgct 1380 

tgattcttgc ccatcatatg caaaaaagta cgtacttgat atatacaaca actgtagttc 1440 

agtatagcga agtttaaatt tagaag 1466 



<210> 6 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<400> 6 

acgccccttc ctttttccct ttc 



23 



<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 7 

cttctaaatt taaacttcgc ta 



22 
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cone (ppm) 



[0 3] 




cone (ppm) 



ffiSE# 2004-3123017 




#® 2003-403350 



v 



2/E 



[124] 




o 



g 

o 
13 



[1115] 



100 0 



10 0 



1.0 




cone Cppm) 
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^ — -y . 



1/E 
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m m a 



M if ft 



[000002853] 



1 . f£H^J! B 



1 9 9 0^ 812 2H 



^itJt^M^K^iiiS^ TS 4f 12f mm * v ? - 1: >v 



ffiliE#^- [1JE#2 0 0 4 - 3 1 2 3 0 1 7 



